
Marc G Dumont
Environmental Microbiology
School of Biological Sciences
University of Southampton

Biogeochemical cycles
Greenhouse gases 

(e.g. CH4, N2O) 

Plant-microbe 
interactions

Stable isotope probing
Isolation of microbes

Genomics metagenomics

AMR in the 
environment

multiple displacement amplification

functional gene

acidic peatlands 

rhizosphere of rice

upland soil cluster

metagenomic analysis

microbial community
methane oxidation rate

plantation of amazonian

upland grassland soils

study combining DNA

different bacterial population

methanotroph community composition pmoa amplicon sequencing

assimilation of acetate

common ancestors methods

pine forest soil

degradation of glucose

peatland plant community

microbe network outplaces

outplaces species turnover

consumer of monosaccharide

amazonian dark earth

ecosystem services provisioning

soil microbial community

case study combining

active methanotrophic community

stable isotope probing
lake sedimenttibetan plateau

recovery of peatland

alpine australian soilnitrite oxidizer

effects of temperature

facultative methanotroph methylocella

functional metagenomics

rhizosphere methanotroph community

aerobic methanotroph community

effects of plant

effects of crops
land use history

swamp meadows soil

active aerobic methanotrophs

soluble methane monooxygenase
detection of expression


